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source 



source 
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source 



1. .36906 

/ organism^ " Homo sapiens" 
/ chromosome= "16" 
/map= " pi 3 . 3 " 
/clone="YAC 16g7" 
/ sub_clone= " bc2 " 
31077. .67877 
/ organism^ " Homo sapiens" 
/ chromosome- "16" 
/map- "pl3 . 3 " 
/clone="YAC 16g7" 
/sub_clone= " bd6 " 
46940. .239566 
/ organi sm= " Homo sapiens" 
/chromosome= "16" 
/map= u pi 3 . 3 " 
/clone= ,, YAC 633dl2 M 
/sub_clone= "aa6 " 
66755. .108346 
/organism= "Homo sapiens" 
/ chromosome = "16" 
/map= " pi 3 . 3 " 
/clone= l< YAC 26fe7" 
/sub„clone= 11 3 0 c 3 " 
90616. .137018 
/organism= "Homo sapiens" 
/ chromosoime= "16" 
/map="pl3 . 3 " 
/clone- " YAC 26fe7" 
/sub_clone= " 30el " 
126806. .170318 
/organism= " Homo sapiens" 
/ chromosome^ "16" 
/map= " pl3 . 3 " 
/clone="YAC 26fe7" 
/ sub_clone= " 3 0g4 " 
173301. .217867 
/organism="Homo sapiens" 
/ chr omosome= "16" 
/map="pl3 . 3 " 
/clone="YAC 26£e7 ,< 



FT 




/sub clone=" 30f 9 " 


FT 


source 


179596. .222837 


FT 




/organism="Homo sapiens" 


FT 




/ chromosome^ "16" 


FT 




/map="pl3 . 3" 


FT 




/clone="YAC 26fe7" 


FT 




/ sub clone= " 3 0el0 " 


FT 


STS 


2959. .3265 


FT 




/standard name = " HSA3 5 3 YH 1 M 


FT 


mRNA 


join(6759. .6775,9222. .9357,9467. .9758,15042. .16530) 


FT 




/ gene= " mmp20 " 


FT 


CDS 


join(6772. .6775,9222. .9357,9467. .9758,15042. .15161) 


FT 




/db_xref="PID:el24603 0" 


FT 




/db_xref = " SPTREMBL : 043 92 3 " 


FT 




/gene= " mrap20 " 


FT 




/product= " metal loproteinase" 


FT 




/ trans lat i on= " MDPGTVATMRKPRCSLPDVLGVAGLVRRRRRYALSGSVWKKRTLT 


FT 




WRVRSFPQSSQLSQETVRVLMSYALMAWGMESGLTFHEVDSPQGQEPDILIDFARAFHQ 


FT 




DSYPFDGLGGTLAHAFFPGEHPISGDTHFDDEETWTFGSKASQQLEQELAGGS PVDEEL 


FT 




GFSRGWRVNPLGPGSPERLS" 


FT 


exon 


6759. .6775 


FT 




/ number =1 


FT 




/gene= " nunp20 " 


FT 


intron 


6776. .9221 


FT 




/ number =1 


FT 




/gene=" mmp20 " 


FT 


exon 


9222. .9357 


FT 




/number=2 


FT 




/ gene= " mmp20 " 


FT 


intron 


9358. .9466 


FT 




/number =2 


FT 




/gene="mmp20 " 


FT 


exon 


9467. .9758 


FT 




/number =3 


FT 




/gene= "mmp20 " 


FT 


intron 


9759. .15041 


FT 




/number =3 


FT 




/gene= "mmp20 " 


FT 


exon 


15042. .16530 


FT 




/number =4 


FT 




/gene= "mmp2 0 " 


FT 


mRNA. 


complement ( 141 13 . .16530) 


FT 




/ note= " transcript ional unit overlapping metalloproteinase " 


FT 




/note="expression only detectable in mRNAs from leucocytes 


FT 




(and not from liver) " 


FT 




/gene-" mmp2 0" 


FT 


mRNA 


25020. .28566 


FT 




/gene="HUMNK4" 


FT 


STS 


complement (2 63 51 . .26612) 


FT 




/ gene= " HUMNK4 " 


FT 




/standard name = " HSB07 0YG5 " 


FT 


variation 


53459 


FT 




/note="aa6" 


FT 




/replace="a" 


FT 


variation 


53486 


FT 




/note= " aa6 " 


FT 




/ replace= " c " 


FT 


variation 


57934 


FT 




/note= "aa6 " 


FT 




/replace^ M g" 


FT 


variation 


58731 


FT 




/note="aa6" 


FT 




/ replace= c 


FT 


variation 


61447 


FT 




/ no t e= " aa6 " 


FT 




/replace= " c " 


FT 


variation 


62401. .62404 


FT 




/note- "aa6 " 


FT 




/ replace^ " ac " 


FT 


STS 


complement (161861 . .161970) 


FT 




/standard name= " CHLC . ATA41E0 8 . P3 42 4 6 " 


FT 


CDS 


163476. .164414 


FT 




/db xref="PID;el246031" 


FT 




/ db_xr e f = " S PTREMBL : 04 3 7 4 9 " 


FT 




/ number =1 



FT /gene= 11 hso 1 fmf " 

FT /product=" ol factory receptor" 

FT / translat ion = " MSGTNQSSVSEFLLLGLSRQPQQQHLLFVFFLSMYLATVLGNLLI 

FT ILSVSIDSCLHT PMYFFLSNLSFVDICFSFTTVPKMLANHILETQTISFCGCLTQMYFV 

FT FMFVDMDNFLLAVMAYDHFVAVCHPLHYTAKMTHQLCALLVAGLWWANLMVLLHTLLM 

FT APLSFCADNAITHFFCDVTPLLKLSCSDTHLNEVI ILSEGALVMITPFLCI LASYMHIT 

FT CTVLKVPSTKGRWKAFSTCGSHLAWLLFYSTI IAVYFNPLSSHSAEKDTMATVLYTW 

FT TPMLNPFIYSLRNRYLKGALKKWGRWFSV" 

FT CDS 174780. .175778 

FT /db_xref="PID:el31G000" 

FT / number =1 

FT /pseudo 

FT /gene="olfmf2" 

FT /product-" ol factory receptor pseudogene" 

FT exon compl ement { 1 8 3 1 2 1 . .183842) 

FT /number =5 

FT / gene= " znfmf " 

FT intron complement < 183843 . .191649) 

FT /number =4 

FT /gene= " znfmf " 

FT exon complement ( 191650 . .191773) 

FT /numbers 4 

FT /gene=" znfmf " 

FT intron complement C 1 91774 . .192061) 

FT /number=3 

FT /gene= 11 znfmf " 

FT exon complement ( 1 9 2 0 62 . .192150) 

FT /number =3 

FT /gene= " znfmf " 

FT intron complement { 19 2 1 5 1 . .192734) 

FT /number=2 

FT /gene= " znfmf " 

FT exon complement { 1927 3 5 . .193065) 

FT /number=2 

FT /gene= " znfmf " 

FT intron complement { 193066 . .194340) 

FT /number=l 

FT 7gene= " znfmf " 

FT exon complement ( 1 943 41 . .194589) 

FT /number^! 

FT /gene= " znfmf " 

FT CDS join (complement ( 192735 . .192984}, 

FT complement { 192062 . . 192 150 ), complement { 1 9 1 650 . .191773), 

FT complement ( 183121 . .183842)) 

FT /db_xref=" PI D: el 246033 " 

FT /db_xref =" SPTREMBL:Ol5361" 

FT /gene= " znfmf " 

FT /product= " z inc finger protein" 

FT / trans 1 at ion= " MMAAKWPMPPKPKQSFILRVPPDSKLGQDLLRDATNGPKTIHQL 

FT VLEHFLTFLPKPSLVQPSQKVKETLVIMKDVSSSLQNRVHPRPLVKLLPKGVQKEQETV 

FT SLYLKANPELWFEDLNVFHCQEECVSLDPTQQLTSEKEDDSSVGEMMLLAVNGSNPEG 

FT EDPEREPVENEDYREKSSDDDEMDSSLVSQQPPDNQEKERLNTSIPQKRKMRNLLVTIE 

FT NDTPLEELSKYVDISI IALTRNRRTRRWYTCPLCGKQFNESSYLISHQRTHTGEKPYDC 

FT NHCGKSFNHKTNLNKHERIHTGEKPYSCSQCGKNFRQNSHRSRHEGIHIREKIFKCPEC 

FT GKTFPKNEEFVLHLQSHEAERPYGCKKCGRRFGRLSNCTRHEKTHSACKTRKQK " 

FT exon complement ( 203089 . .203121) 

FT /number=10 

FT /gene= " mareno " 

FT intron complement ( 202922 . .202368) 

FT /number =9 

FT /gene= " mareno " 

FT exon complement ( 2023 69 . .202923) 

FT /number=9 

FT /gene= " mareno " 

FT intron complement ( 203 122 . .203482) 

FT /number-8 

FT /gene= " mareno " 

FT exon complement ( 203483 . .203515) 

FT /number=8 

FT /gene="mareno" 

FT intron complement < 20351 6 . .203701) 

FT /number=7 

FT /gene= "mareno " 

FT exon complement ( 203702 . .203817} 

FT /number=7 



FT /gene="mareno" 

FT intron complement { 203820 . .205753) 

FT /number =6 

FT /gene= "mareno " 

FT exon complement ( 2057 54 . .205776) 

FT /number=6 

FT /gene= "mareno" 

FT intron complement ( 2 0 57 7 7 . .206244) 

FT /number=5 

FT /gene= "mareno" 

FT exon complement { 206245 . .206475) 

FT /number=5 

FT /gene= "mareno " 

FT intron complement ( 206476 . .208137) 

FT /number-4 

FT /gene=" mareno" 

FT exon complement { 208 1 3 8 . .208233) 

FT /number-4 

FT /gene- "mareno " 

FT intron complement ( 208 2 34 . .208659) 

FT /number=3 

FT /gene- "mareno" 

FT exon complement ( 208660 . .209009) 

FT /number=3 

FT /gene= "mareno" 

FT intron complement ( 209101 . .213386) 

FT /number=2 

FT /gene="mareno" 

FT exon complement ( 2 1 3 357 . .214019) 

FT /number =2 

FT /gene= "mareno" 

FT intron complement { 2 14020 . .215539) 

FT /number=l 

FT /gene= "mareno" 

FT exon complement (215540 . .215816) 

FT / number =1 

FT /gene= "mareno " 

FT CDS join (complement { 215540 . .215816), 

FT complement (213387 . . 2 1 40 1 9 ) , compl ement ( 2 0 8 6 6 0 . .209009), 

FT complement (208138 . . 2082 3 3 ), complement ( 2062 45 . .206475), 

FT complement (205754 . . 20577 6 ), complement { 203702 . .203817), 

FT complement {203483 . . 203515 }, complement ( 203089 . .203121), 

FT complement (202369 . .202923)) 

FT /db_xre£-" PID: el246034" 

FT /db_xref="SPTREMBE,:015 5 53 " 

FT /gene= "mareno " 

FT /product= " marenostr in" 

FT /translation- " MAKTPSDHLLSTLEELVPYDFEKFKFKLQNTSVQKEHSRI PRSQI 

FT QRARPVKMATLLVTYYGEEYAVQLTLQVLRAINQRLLAEELHRAAIQEYSTQENGTDDS 

FT AASSSLGENKPRSLKTPDHPEGNEGNGPRPYGGGAASLRCSQPEAGRGLSRKPLSKRRE 

FT KASEGLDAQGKPRTRSPALPGGRS PGPCRALEGGQAEVRLRRNASSAGRLQGLAGGAPG 

FT QKECRPFEVYLPSGKMRPRSLEVTISTGEKAPANPEILLTLEEKTAANLDSATEPRARP 

FT TPDGGASADLKEGPGNPEHSVTGRPPDTAASPRCHAQEGDPVDGTCVRDSCSFPEAVSG 

FT HPQASGSRSPGCPRCQDSHERKSPGSLSPQPLPQCKRHLKQVQLLFCEDHDEPICLICS 

FT LSQEHQGHRVRPIEEVALEHKKKIQKQLEHLKKLRKSGEEQRSYGEEKAVSFLKQTEAL 

FT KQRVQRKLEQVYYFLEQQEHFFVASLEDVGQMVGQIRKAYDTRVSQDIALLDALIGELE 

FT AKECQSEWELLQDIGDILHRAKTVPVPEKWTTPQEIKQKIQLLHQKSEFVEKSTKYFSE 

FT TLRSEMEMFNVPELIGAQAHAVNVILDAETAYPNLIFSDDLKSVRLGNKWERLPDGPQR 

FT FDSC I IVLGS PSFLSGRRYWEVEVGDKTAWI LGACKTSI SRKGNMTLS PENGYWWIMM 

FT KENEYQASSVPPTRLLIKEPPKRVGIFVDYRVGSISFYNVTARSHIYTFASCSFSGPLQ 

FT P I FS PGTRDGGKNTAPLT I C PVGGQG PD " 

FT STS 225956. .226349 

FT /standard„name="s3 74H9_l " 

FT STS 239373. .239555 

FT /standard„name="AFMef 34" 

SQ Sequence 239566 BP; 58567 A; 60586 C; 62233 G; 58178 T; 2 other; 
Hsaj03147 Length: 239566 January 22, 1999 13:34 Type: N Check: 2905 

2 08601 TAAGGCCCAG TGTGTCCAAG TGCCTGGCAG AGAAGAGCCC ACAGGCAGGG 

2 08 651 AGTGCCTACC TTGTGTTCCA GGGCGACCTC CTCAATGGGG CGCACCCGGT 

2 087 01 GGCCTTGGTG CTCCTGACTC AGACTGCAGA TGAGGCAGAT GGGCTCATCG 



2 0 8751 TGATCCTCAC AGAAGAGCAG CTGGACCTGC TTCAGGTGGC GCTTACACTG 



208801 


TGGCAGGGGC 


TGGGGGCTTA 


GGCTTCCCGG 


GCTCTTCCTT 


TCATGGGAGT 


208851 


CCTGGCACCG 


GGGGCAGCCA 


GGTGAGCGGC 


TGCCTGAGGC 


CTGGGGGTGC 


208901 


CCAGAAACTG 


CCTCGGGGAA 


GCTGCAGGAA 


TCACGCACAC 


AGGTACCGTC 


208951 


AACTGGGTCT 


CCTTCCTGGG 


CGTGGCAGCG 


GGGACTCGCA 


GCCGTGTCTG 


209001 


GTGGCCTTCC 


TGGGGACATG 


CAGTGGAAAA 


ACCCCCTGAA 


TGGCAAACCC 


209051 


AAGTTGCTTA 


CACAGAGGTA 


TCACAAAGCA 


CAGCGGACAC 


AGCCCTTGCC 


209101 


TGAGATGTGC 


GAGTTCTCAG 


TTAGACTCTG 


CCCACTTCCT 


AGCTTGTCCT 


209151 


CCCCCGACTT 


CCATCCAGTG 


AGGAAGCAAA 


CAGGCCACTG 


GGCCTGAGAG 


209201 


CTAAGGGCCA 


GACCTCAGAC 


ATTCCTGAGC 


CTTGGAATTC 


TTGGGCATTT 


209251 


ATCCTAAAGA 


AAGACCCATG 


GCCTTGTGCT 


GTTCCTCCTG 


CACAGACATA 


209301 


GATCTAGCAG 


GTGATGCCAA 


GGAAAGAGAC 


ATTCTGACCA 


GTGTTCCTTT 


209351 


GCCACTTGAA 


CCCATCCCTG 


GCTGCCCATA 


ACGTGAGTGG 


AGGCTTCCAG 


209401 


GGGATGGTGA 


CTTGTGTACC 


TCGCTCCTAG 


CTGGATCCCA 


GCCCCTAGCA 


209451 


GAGTACCTGG 


CAAATGCAAG 


CATTTGGAAA 


ATGAGTATTG 


AATGAAGGAA 


209501 


TAAATAGACC 


ACTGCTCACA 


TATGAGTTCA 


ATAACCATTA 


AATGAAAGCA 


209551 


AAGAAGGGGC 


TGGGTGGTGG 


CTCATGCCTA 


TAATCCCAGT 


GCTTTGGGAG 


209601 


GCCAAGGTGG 


GAGGACTGCT 


TAAGCTGAGG 


AGTTTGAGAC 


CAGCCTGGGC 


209651 


AACATGGCAA 


GAGCCCACCT 


CTACAAAAAA 


TTAAAAAATT 


AGCCAGGTGT 


209701 


GGTGGTGCAC 


ACCTCTAATC 


CCAGCTACTT 


GGGAGGCTGA 


GACAGGAGGA 


209751 


TTGCTTGAAC 


CTAGGAGGTT 


GATGCTGCAC 


CACTGCACTC 


CAGCCTGGGC 


209801 


AACAGAGTAA 


GATGCCATCT 


TAAAAGAAAA 


AGCAAAGAAG 


GGGGGCATTA 


209851 


TAGGGCTAAA 


GACTGGAACT 


CATCATGAAG 


ACCTAACAGT 


TATGAATAGC 


209901 


TCTACTCCAA 


GACTCTAATT 


GCAACTTCAT 


AAGCAGACAT 


GCCACGAGAT 


209951 


ACAAGAAGAA 


ATAGAAACAC 


AAGGCCGAGC 


GCAGTGGCTC 


ACGCCTGTAA 


210001 


TCCCAGCACT 


TTGGGAGGCC 


GAGGCGGGTG 


GGTCATGAGG 


TCAGGAGTTC 


210051 


AAGACCAGCC 


TGGCCAAGAT 


GGTGAAACCC 


TGTCTCTACT 


AAAAATACAA 


210101 


AAATTAGCCG 


GACGTGGTGG 


TGGGCACCTG 


TAATCCCAGC 


TACTCGGGAG 


210151 


GCTGAGGCAG 


GAGAATTGCT 


TGAACCCGGG 


AGGCGGAGTT 


TGCAGTGAGC 


210201 


TGAAGTTGCG 


CCACTGCACT 


CCAGTCTGGG 


TGACCAAGAG 


AGACTCCATC 


210251 


TCAAAAAAAA 


AAAAAAAAAA 


AAAAAGAAAT 


AGAAACACAC 


TCAATCCTTT 


210301 


AGCCCCTGCT 


ACCTCCTCCC 


ACCTCACAGT 


GTCCCAGAAA 


TTCACAGCAC 


210351 


ATCTGTAAAT 


GAGACTGCTA 


GTAGTCACCA 


GAAATTATTC 


TCCCTCCTTC 


210401 


TCTCGTGATA 


GAATTAATTG 


TCCACGTTTC 


CCTGTTTCCC 


TGCCTCCCAT 


210451 


TGCCCCCCAA 


ATGCCCTGCA 


TTTCTCAGCC 


TCCTTTGCAG 


TTAGGTGTGG 


210501 


CTATTTGACA 


ATAATATGAC 


CAAAGGGATG 


TAAATGGAGG 


TGTCACAAGC 


210551 


AGCTTCTAGA 


AACTTCTAGA 


GCTTTCCCGA 


GGGATACTAT 


TCCCCTCTGT 


210601 


TCCTCCATCT 


TGCTGCCTGG 


CATGAGGACG 


TCACCTTCTG 


AGAGCAGAAG 


210651 


CTTGAGGACA 


AACTTGGTGG 


GACAGAGCAA 


CAGCAGGACC 


CCAGGGTCCT 



210 7 01 


uut t t A t u u A 


I t lbLLl 


At t u 1 1 Iblb 


T A TP a TTT A T 
InlLAl 1 I A 1 


PTPAAPPAPP 
u 1 uA-rtuttAuu 


210751 


V- t /VrV>\ t lit 


I 1 1 1L lul 1 U 


APPTT APTPT 
nuv 1 1 f-vt 1 u 1 


T ATTTPPPTP 

1 /A 111 uu'J 1 V_j 


TTTPT ATT AT 


9 1 OfiO 1 


1 t rt t >v/-\^- t /-vM. 


ALAiAni 111 


A ATP, APT APP 


TCAGCAGTAG 


ATAGTTAGGA 


210851 


rTTTanroa a 

V. J. 1 1 rt.Vj t V- i\J\ 


T APPPTTTTP 
1 nuou 1 1 1 1 t 


TTTPTPPTPA 
1 1 1 1 1 uiv 1 


GAGAAAGGPA 

UnUflnnUUL-/! 


AATGGTAGAA 


£i i u y u i 


tptp a hence 


A TT 1 7A TP A TP P 
A i OA 1 uA I ut 


ATTPPTPTP A 
All ut 1 Vji 1 u A 


PPTT ATTPTP 
uu 1 i,Al lulu 


AGAGGGAPTA 
rturt.uuurtiU 1 A 




1111 


blLl 1 ttt t A 


PATTTTPTAP 
uA 11 1 It 1 At 


t 1 uu 1 u 1 1 1 A 


TA A APPPPTT 

lftntttttt 1 1 


211001 


ppattpt a a & 


P ATOPTPTTP 
Lj A 1 uu 1L1 It 


AP APTPTPP A 


APA APT A PPT 

nUrint 1 .ttt t 1 


PA A ATTTP AT 

urt-rt-r\ 111 urt. 1 


211051 


p,Tna p a TTTn 


TP A APPTPTP 
l vjAAvju lulu 


P AT AT A TP PA 


TTTTTPAPPP 
11111 trt.uuu 


TPT A APPPTP 

1 u l /-\X\u t 1 u 


211101 


CATC AG ATT A 


APP A APPPGP 


CCTAGAAGAC 


ACCCAGGAAT 


CCCAATGATA 


211151 


Ta aaT'aranT 

1 t\J\Jt\ 1 rtt,Hu X 


PPPPAPPTf^JP 


TPP APTPPTP 
1 utriu 1 uu 1 u 


P AP APPTPT A 

trttAtt 1 U 1 


ATPPPAPPAP 
Altt t Aut Au 


2112 01 


111 tUUrt,UUt 


A A RP A TPPP A 


PPATTPTTTP 
uuA I 1*j1 1 1 u 


AP ATP APPAP 
nun 1 1 AuuMtj 


TTPPAPAPPA 
1 1 tunufittA 


2112 51 


APPTGGGPA A 


P AT APP A AP, A 


PPPP AT ATPT 

t t t t 1 XI 1 V_- 1. 


AAAAA AA AAA 


A A A A ATT A A A 


2113 01 


AAAAATAPAG 


TAPPPATAAA 
1 Auuu A 1 rt^-W-i 


APA A A ATT AG 

V \\~J.t\f\x\S\ 1 1 tt.U 


GGGGGAAATA 


PTTPAGTAPT 

til trtU 1 c\ t 1 


2113 51 


TTTCAGGTOA 


PTATTPPTAA 

t 1 iA. 1 1V-V-1 /Vrt 


GGATGP.TAGG 

UU/"V 1 u* — 1 /t.u u 


TTTTCCAGAT 

1. J. 1. IttnUnl 


CCCAGGGTPP 


211401 


1 1 1 t 1 t.rlt 1 U 


PA AP A PPP AP 


PP APTTPTPP 

uurtt 1 1 1 1 UU 


ATTTP A AP A P 
rt J. 1 i urtAurtt 


TPATPPAPPA 
1 trt 1 utrtutrt. 




Tirrara tp p 

1 At t At A 1 1 1 


111 ttt t 1 1 1 


PAPPTPTPAP 
t Abtr 1 1 1 LAb 


f-i /-> (-> T P P P T P P 
uuu 1 ttt 1 uu 


A PTPPP A A TT 
AtltttAAl 1 


ill jUI 


rp rp rp rn rp rn rn m rp 
LI 1 1 1 I 1 1 I 1 


TTTTTTTTTG 


AwAtAuAu 1 i 


TTPPTPTTP t 
1 1 ut 1 1 1 lul 


cr^c^cc ipp f~*T 

tbtttnbbt 1 


2115 51 


AGAGTGPAGT 

J\ <3 r\ 1 Ut /TtU 1 


PPP ATPATPT 


TPPPTP APTP 

1 UUt 1 trt 1 — 1 u 


PA APPTPTPP 


PTPPTPPPTT 
t 1 1 1 1 tuu 1 1 


211601 


CAAGCAATTC 


TPPTPPPTPP 

1 l t 1 UL ^ — 1 V_ VJJ 


A APPPTTPTP 

/Tk-rtUt t 1 It lu 


APT AClCVCiClCl 
•rtu i r\vr>— l uuu 


ATTATGGACA 


211651 




PPPPP APP A A 

LuL ' — t /iu t rT_rt 


ATTTAPTATT 
A 1 1 1 nti 1 A i 1 


TTT APT AP AP 

111 rtu 1 nU/VU 


ATPPPPTTTP 
i\ x uutu i i i t 


9 i i 7 n i 

^11 / V 1 


APP ITPTTPP 
Att A Ibl I uu 


PAPPPTPPTP 
t AuuL 1 uu I t 


Tr"PA aPTPPT 
1 tbAAL 1 tt 1 


P APPTPAPPT 
t Att 1 LAIju 1 


p ATPPPPrr^r 11 

uA lLLbLL-tt 


211751 


LA 1 1 uutt i t 


CCAAAG 1 Gt 1 


GubAl LAtAU 


tr 1 A 1 (jAbt t A 


LLbLAlLCGG 


211801 


tt 1 uLr/iLLL t 


C A A T"T 1 i~ -, T l A TT 


T/~ , Tr~ , f~'Tl(~ - f~"T 1 T 

ltlttlLtl 1 


u Au 1 u t i u 1 u 


Al i Itlttlt 


211851 


TPP A PPPB ar 


a a TPP A TTPP 
AA I ut All ub 


A A AOT/^TOTT 
AAAlj Lblui I 


PPATAPPPTP 
1 1 A i Auut 1 u 


PPTPT n f~*T^ A 
uu 1 u 1 Au I U A 


211901 


t 1 t.H.t t t 1 u 


AAA TPPT APP 
rtAH 1LL1 nuL 


APTTTT AP AP 
At 1111 AvjAvj 


ppt A hcnt^/^r^ 

ut 1 AAvutuu 


PPPATPPPTT 
tuuA 1 tut 1 1 


211951 


PA PPPP A A/"> A 
urYu t t /Vrt u >i 


PTTPAAAAPP 
ul ILnnnrtLL 


Aott 1 vjuutrt 


APATAPAPAP 
At A 1 AuAt Au 


TPPTPPTAAC* 
i tt I tu 1 AAt 


9 i o nm 

Z 1 ,6 UU 1 


TAPAAAAAJ\T 




AAAAAAAAA I 


1 MUtAub i O 


1 uu 1 bu 1 bAb 


91 9fm 1 


PA PPT AT" APT 1 
t AL. Llftl Au 1 


PTPAPPTAPT 
t 1 LHwC 1 At 1 


1 wuAAVativ. 1 Lj 


Auu 1 buuAbu 


A TPPPTTP A r*"* 
A 1 tut 1 1 uAu 


212101 


PPT AGP A PPT 


TPAPPPTPP A 


PT A A APTP-TP 
vj 1 A-AAt lulu 


PTPAP APT AP 

t 1 trttiit 1 /T.t 


TPP APTPP AP 
1 utrtt 1 t t Au 


212151 


CATGGGAGAC 


AGACTGAGAC 


TCTGTCTCAA 


AAAAAAAAAA 


AAAAAAAAAA 


212201 


AAGGAAAGTG 


TGTTTCTGAA 


TGCTGCCCCC 


ACCACGAGCA 


TGGAATTGTC 


212251 


ACCTGGATAG 


CCTCGGTACC 


CTCTAAACTG 


GTGGCATTTT 


TCTTTTACAG 


212301 


TTTTTTTTTA 


GTCTCTTTAC 


CTATAGGGAC 


AGCTGCTTAA 


AAAAATCCAG 


212351 


ATGGCCTGGA 


GCCTCCTGAT 


CCCTTGCCAA 


AAACCAGAGG 


AAGTTAAGAT 


212401 


CAGAGCAAAA 


CCAGTGCAAA 


CTGGAAGAGG 


TGACTTCCAG 


TTACCTTAAG 


212451 


ATCATTTACA 


CAT TGT TATA 


AGGCTAAAGG 


TCCCTCCCCT 


AAAAGAAGAT 


212501 


GGCCAGGGTT 


TTGTGTCCAT 


GCGATGTAGG 


AAGAAGCATG 


CTGGGGACAG 



212551 


CGCCTGCACA 


TATGGAACCC 


212601 


CCCTCCCTGG 


ACTCTAAAAT 


212651 


GCCTGCAGAG 


GTGAGCTCCC 


212701 


TGATTGCCTT 


TTTCAATCGG 


212751 


AAATGTTTAA 


GAGACAGGGT 


212801 


GGCACATCCT 


CAGCTCACTG 


212851 


TCCTGCCTCA 


GCTTCCTGAG 


212901 


CCCAGCTAAT 


TTTTTTTTTA 


212951 


CTCAGGCTGG 


TGTGCAGTGG 


213001 


CCGTCTGCTC 


AAGTGAACCC 


213051 


ATTGTATTTT 


GTAGAGATGG 


213101 


AACTCCTGGG 


GTCAAGAGAT 


213151 


ATTACAGGCG 


AGAGCTACCA 


213201 


TTTAATTTCG 


TTTATAGAGA 


213251 


GGTCTCAAAG 


TCTTGGCCTC 


213301 


CGCTGGGATT 


ACAGGCATGA 


213351 


TGCAGCCGAT 


ATAAAGTAGG 


213401 


TCTGGATTTC 


CAGGGCCTTC 


213451 


AGTGGGCCTT 


GCCCGGGGTT 


213501 


TTTCCTCTAG 


AGTCAGGAGA 


213551 


GTAGAAATGG 


TGACCTCAAG 


213601 


GTACACTTCG 


AAGGGCCTGC 


213651 


GCCCCTGCAG 


CCTCCCCGCG 


213701 


GCCTGGCCCC 


CCTCTAGCGC 


213751 


CAGGGCCGGG 


CTCCGGGTCC 


213801 


AGGCCTTCTC 


TCTGCGTTTG 


213851 


GCCTCGGGCT 


GGCTGCACCG 


213901 


AGGGCCGTTC 


CCCTCGTTCC 


213951 


TGGGCTTGTT 


CTCCCCCAGG 


214001 


TTTTCTTGTG 


TGGAATATTC 


214051 


GCTGTCCCAC 


GTTTAGGGCC 


214101 


CTTGGATATT 


AAAGTTTAGA 


214151 


GGCTCATGCC 


TGTATTCCCG 


214201 


CCTQAGATCA 


GG AGTTCAAG 


214251 


AAATACAAAA 


ATAAGCTGAG 


214301 


CTCCAGAGGC 


CAAGGTGGGA 


214351 


GCCTGGCCAA 


CATGGCAAAA 


214401 


CCAGACGCGG 


TGGTGCGCAC 



TGCCCTGGGC CTGCTTACCT ATCTCCCTTC 
CGCCCTGCCT CCCATCCCTG GCAAGCAGAC 
CTTCTCCATT CTTTGGCCAC TGATAACACC 
ACATTCTTTC TTTCTTTTTT TTTCCCCCCA 
CTTGCTCTGT TGCCCAGGCC GGAGTGCAGT 
CAGCCTGGAA CTCCCTGGCT CAAGCAATCC 
TGGCTAGAAT TACAGGCGTG TGCCACCATA 
GTTTTGTAGA AGTGGAGTCT GGCTACGTTG 
CATGATCTCA GCTCACTGTA GCCTGGAACT 
GAGCAGCTGG GACTACAGGC GCGTGCCACT 
GGTCTCACTG TGTTGCCTAG GCTAGTATGG 
CCTCCCGTGC AGGCCTCTCA AAGCTCTGGG 
CGCCCTGCCC AACCTTTGGG TTTTTATTTT 
TGGCGGGGGT CTCACTACAT TCACCAGGCT 
CAGCAATCCT CCCGCCCTGG CCTCCCAAAG 
GCTATCGTGC CCGGCCAGCC ATTCTTTCTC 
AAAGAACACA ATTTACCGGT GACCGAATGT 
CTTCAGGTCC GCAGATGCCC CTCCATCCGG 
CTGTTGCCGA GTCCAGATTC GCAGCTGTCT 
ATTTCTGGAT TTGCGGGCGC CTTCTCCCCT 
GCTTCTAGGT CGCATCTTTC CCGAGGGCAG 
ACTCCTTCTG CCCCGGGGCG CCCCCCGCCA 
GAGCTGGCGT TTCTGCGCAG CCGGACCTCG 
CCTGCAGGGG CCGGGGCTTC TCCCGCCCGG 
GAGGCTTGCC CTGCGCGTCC AGGCCCTCCG 
CTCAGGGGCT TCCTCGACAG CCCCCTCCCG 
CAGGCTGGCA GCTCCGCCCC CGTACGGCCG 
CCTCGGGGTG GTCTGGAGTC TTCAGGCTCC 
GAGCTGGACG CTGCGGAATC ATCTGTGCCG 
TGGAAGGACA ACCAGATGCA AAATGATGAA 
CAAGATTCAG GGCAGAGGAG AGAGAATCCC 
AATTGAGGAA AACAACGGGC CGGGCGCGGT 
GCACTCTGGG AGGCCGAGGC GGGAGGATCA 
ACCAACAGGG TGAAACCCCG TCTCTACTAA 
CGTGGTGGCG CATGCCTGTA ATCCCAGCTT 
GGATCATTTG AGGTCAGGAG TTCGAGACCA 
CCCCGTTCCT ACTAAAAATA AGAAACTCAG 
CTGTAGTCCC AGCTACTCGG GAGGCTGAGG 



214451 


CATGAGAATC 


GCTTGAGCCC 


GGGATGTGGA 


GGTTGCAGTG 


AGCTGAGATC 


214501 


GGGCCACTGC 


ACTCCAGCCT 


GAGTGACAGA 


GCAAGACTCC 


ATCTCAAAAA 


214 5 51 


GAAAAGTTPA 


GGACTTfTTA 


CSAPTAGAGA A 


TGGGAfiTPAA 


TTACGATTCA 


2146 01 




vj\- 1 A La /a lull 


1 n i u 1 n 1 1 


TPTPTPTPTP 


1 1 1111 * \ 1 L 


214651 


TTTTGAGACA 


GGATCTTGCT 


CTGTTGCCCT 


GATGTGATCT 


CAGCTCACTG 


2147 01 


CAACCTCTGC 


CTCCCAGGCT 


CAAGCAATCC 


TCTCACCTCA 


GCCTGTTTTC 


2 147 5 1 


TGTTTTTTCA 


ATAGCTGAAA 


ATACAGGTGT 


GTGCTACCAC 


GCCTGGCTCA 


214801 


TTTTTTTGTA 


TTTTTGGTAG 


AGACAGGGTT 


TCACCATGTT 


GCCCAAGCTG 


214851 


OTGTPAAAGT 




rtVjv_ /irt. 1 t\^-- 


ppAfrTTinp 


PTPPPAAAP.T 


214901 


GCTGAGATTA 


TTTATA AGTG 

111 n i 1 v_j 




TCJPPT AP.PPT 
1 vj<u^ 1 nUL^ 1 


A T A T TT PTPA 

f\ 1 1 1 1 \- 1 V— /\ 


214951 


AATAGTACTT 


TTCAAACGTT 


TT AAG C AGG A 


CAACTGTTTC 


AAATAAGATf 


215001 


TTACACAGGT 


CAGCAAAACC 


CAGATTATAC 


GCTTTAAAAA 


TAAAAATAAG 


215051 


CCGGGCACGG 


TGGCCTATGT 


CTGAAATCCC 


AGCACTTTGG 


GAGGCTGAGG 


215101 


CGGGAGGATC 


ACTTGAGGTC 


AGGAGTTOGA 


GACCAGCVTG 




215151 


TGAACAGCAC 


TGAGAAGATT 


PTATACCA AC* 


PPPOTTPaTl 
L.\.i-ui in 


TGATTGCATA 


2152 01 


GCAATCCCTT 


TTTGCTAACC 


TAGAGATGTT 


TGTCTGAGAT 


GAGTATTAAT 


215251 


CATAAATGTA 


GTGAAGAAGT 


CTCAAAGAAC 


AGGTGTTfGA 


GCTCCTGCCT 


2153 01 


TTCGTGACCC 


TGACCTGCTT 


CTTAAAAAAC 


CCATTAGGAG 


CCTGAAGGAA 


215351 


GTTTACTAAC 


CCAGTTCCAA 


AGGCCAGAGT 


GAAGAAAGGG 


ACGTTCCTGA 


215401 


ACT A A AnTP A 


1 V- 1 1111 






TPPPPAPPTP 


215451 


AG AG TG AG C T 


GCTCTGAGCT 


1 — ^ 1 VJVJ L ^ ^- V_. 


TTTCPGACAA 




215501 


ACTCAGCACT 


GGATGAGGAG 


GAGGCCTGGG 




CTGAATGOCT 


215551 


GCCCTGTGGA 


GCTCCTCGGC 


CAGCAGGCGC 


TGGTTGATGG 


CCCGCAGGAC 


215601 


CTGCAGGGTG 


AGCTGCACGG 


GGTACTCTTC 


CCC AT AP.T AG 




215651 




l~ 1 1 1- AL-V-vjljl— 




cc h <vc T v(~T , r"v 


CCCf'CCC K'VC 


2 1 57 0 1 








TnpAPPTTr.a 




215751 


CTCGAAGTCA 


TAGGGCACCA 


GCTCCTCCAG 


GGTGGACAGC 


AGATGGTCAC 


215801 


TAGGGGTCTT 


AGCCATGGTG 


CTGAGCAGGA 


GAGGCTCGAG 


CCAGCTGTCT 


215851 


GGCTTCTGGT 


AGGAAAAGAA 


GCCTCTGTCC 


TTGGTGAGCA 


AGAAAAGGCA 


215901 


GGTTGTGAAA 


TAGCGGAAAA 


GGCACAGGAA 


ATGCTCTGTG 


TCTTGGTGGG 



